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morbidity and mortality. HCMV can enhance the expression
of a CC chemokines, CCL2 and CCL5. HCMV infection is pre-
sumed to contribute to atherosclerosis, where chemokines may
have a pathogenic role. Elevated levels of CCL2 are observed in
atherosclerotic plaques, where macrophages with the expression
of a speciﬁc receptor for CCL2, CCR2, abundantly inﬁltrate. Thus,
HCMV and CCL2 may cooperatively contribute to atherosclero-
sis. Our recent study revealed that tricin (4’,5,7-trihydroxy-3’,5’-
dimethoxyﬂavone) has anti-HCMV activity in a human embryonic
lung ﬁbroblast cells (HEL). In the present study, we revealed that
HCMV-induced CCL2 expression further augments HCMV infection
and that tricin exerts its anti-HCMV activity by targeting CCL2.
Methods & Materials: HCMV Towne strain was propagated in
HEL cells. Infectious virus productionwas titrated by using a plaque
assay. The tricin compound used was synthetic. siRNAs targeting
CCL2 and recombinant human CCL2 were purchased from a com-
pany. Proteins were detected using the ECL system by Western
blot analysis. Gene expressions were detected using the reverse
transcription quantitative real-time PCR analysis.
Results:We ﬁrst examined the effects of HCMV infection on the
expressionofCCL2.HCMVinfection inducedCCL2andCCR2expres-
sion at the mRNA levels and the protein levels in HEL cells. CCL2
siRNA treatment reduced HCMV virion production, and this reduc-
tionwas reversed by the addition of CCL2.We further observed that
CCL2 siRNA, but not control siRNA, reduced the expressionofHCMV
immediate early gene and HCMV UL54 gene in a dose-dependent
manner. Thus, HCMV infection can activate the CCL2-CCR2 interac-
tions to further enhance HCMV infection and/or replication. Next,
we observed that HCMV-induced CCL2 mRNA and protein expres-
sion was inhibited by tricin and exhibited inhibitory activities
against HCMV replication. Thus, tricin exerts its anti-HCMV activi-
ties at least partly by inhibiting the expression of a CCL2, which can
support HCMV infection and/or replication.
Conclusion: These results suggest that CCL2 is one of the
chemokine involved in HCMV replication and tricin is a novel com-
pound with potential anti-HCMV activity.
http://dx.doi.org/10.1016/j.ijid.2016.02.951
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Background: All 4 serotypes of dengue viruses (DENVs) have
been co-circulating in Sri Lanka for more than 3 decades. However,
people in the Northern part of Sri Lankawere isolated from the rest
of the country due to travel restriction as a result of recently ended
war. Thus the circulating DENV in the Northern part of Sri Lanka
has not been investigated and this is such a study to describe the
epidemiology of DENV serotypes and their association to DHF in
the northern Sri Lanka from 2009 to 2012.
Methods & Materials: Demographic data and blood samples (5
mL / patient) were collected from 765 patients suspected of hav-
ing DF / DHF from all medical and paediatric wards of the Teaching
Hospital, Jaffna from 2009 to 2012. Viral RNA was extracted from
patients’ sera using Qiagen viral RNA mini kit (Cat No 5206). Iden-
tiﬁcation and typing of DENVwere carried out using a combination
of RT-PCR and a single-tube multiplex PCR. Primers described by
Lanciotti et alwere used to detect the C and PrM genes of the DENV.
Results: Of the 765 patients, 205 were positive for DENV RNA
by the RT-PCR. Of the 205 RT-PCR positive patients, 64 were from
2009 / 2010 outbreak and the rest were from 2011/2012 outbreak.
Distribution of DENV-1, DENV-2, DENV-3 and DENV-4 were found
in 12 (18.7%), 19 (29.6%), 25 (39%) and 1 (1.5%) patients, respec-
tively in the 2009/2010 outbreak. Seven (10.9%) had co-infection
with DENV-2 and DENV-3. In contrast, in the 2011/2012 outbreak
DENV-1was found to be the dominant serotype (55.3%) and DENV-
4 was not found in any patients. In 2009/2010 outbreak severe
forms of DHF was caused by DENV-2 and DENV-3 (86%). However,
in 2011//2012 more than one third cases of DHF were caused by
DENV-1.
Conclusion: A shift in the circulating DENV serotypes was
observed in the northern Sri Lanka. This shift might be due to the
movement of people from the Northern Province Sri Lanka to other
parts of the country and vice versa.
http://dx.doi.org/10.1016/j.ijid.2016.02.952
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Background: The global outbreaks caused by the re-emerging
strains of Chikungunya virus (CHIKV) have attained special sig-
niﬁcance with the reported incidences of CNS complications. The
studies on the interferon and inﬂammatory cytokine responses
show that theyplay a key role in theoutcomeof encephalitis caused
by many alphaviruses. In order to understand the pathogenesis of
CHIKV induced CNS infection, we explored themodulation of these
cytokines in the brain tissue of neonatal mice models upon virus
infection.
Methods&Materials: Balb/cmice, post-natal day 3 (PN3), (n= 6
each)were either infected subcutaneouslywith 10 plaque-forming
units (pfu) of a low-passage clinical isolate of CHIKV or mock
infected with the culture media alone. Mice were monitored daily
formorbidity/mortality and clinicalmanifestations. The brain from
infected mice were collected after perfusing with ice cold PBS. Half
the brainwas used for transcript level analysis of immune genes by
qRT-PCR while the other half was used for plaque assay to quantify
the viral titre.
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Results: PN3 Balb/c mice infected with 10 pfu of CHIKV devel-
oped the disease, with clinical symptoms progressing from day-3
post-infection (pi) and died on day 6-7 pi. The clinical manifesta-
tions started with lethargy (clinical score-1) on day 3; gradually
progressed with alopecia and walking difﬁculties (score-2) on day
4; epileptic convulsions (score-3) on day 5; and death on day 6-7
(score- 4) (Fig-1). Peak viral load in brain was observed on day 6
by plaque assays, immediately prior to death (Fig-2). The mRNA
levels of IFN- and IFN- were seen up regulated during the early
days of infection, indicating a response to the ongoing viral repli-
cation in the brain tissues. TNF- transcripts were up regulated
at a moderate level at later days of infection. The most signiﬁ-
cant observation was the very high-level modulation of IL-1, a
potent pro-inﬂammatory cytokine, and IFN-, an immune cytokine
activating robust T-cell response (Fig-3).
Conclusion: The cytokine transcripts IL-1 and IFN-, eluci-
dated in response to the signiﬁcant viral load in the brain, reached
the peak level immediately prior to death in the animals indicating
their key role in the fatal outcome of CNS infection with CHIKV.
http://dx.doi.org/10.1016/j.ijid.2016.02.953
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Background: Rotavirus (RV) is a segmented, double-stranded
RNA virus belonging to the Reoviridae family. It is a leading cause of
severe gastroenteritis among children less than 5 years old. In India
it was estimated 2 million visit outpatient and 457000–884000
hospitalized due to diarrhea disease. The aim of this study was to
analyse prevalence and characterization of rotavirus strains among
children admitted with gastroenteritis in two hospitals in West
Bengal.
Methods & Materials: The rotavirus surveillance was carried
at Medinipur Medical College & Hospital (MMCH), Medinipur and
Institute of Child Health (ICH), Kolkata. The study was carried out
between September 2013 to March 2015 and stool samples were
collected fromhospitalized childrenunder5yr of age admittedwith
gastroenteritis. The primary screening for rotaviruswas carried out
by ELISA, after conformation the G-P typing was done by multiplex
semi-nested PCR and sequencing of VP7 and VP4 gene.
Results: During the surveillance period in ICH, 640 children
admitted with diarrhoea and 601 samples were tested, of which
353 (58.73%) were rotavirus positive. In MMCH 775 children were
admittedwithdiarrhoeaand755sampleswere tested, ofwhich465
(61.6%) were rotavirus positive. In both hospitals, majority of chil-
dren agedbetween6month to24monthwere found tobe rotavirus
positive Themost prevalent rotavirus strain detected from ICHwas
G1P[8] (54%) followedbyG2P[4] (8.4%),G2P[6] (8.4%),G9P[4] (8.4%)
andG9P[8] (4.2%), while atMMCHG1P[8] (75.9%) ismost prevalent
followedbyG2P[4] (7%), G2P[6] (8.4%), G9P[4] (5%) andG9P[8] (5%),
suggesting that in current surveillance period G1P[8] was most
prevalent strains circulating in the Eastern India. In the phyloge-
netic dendrogram Eastern India strains cluster together forming a
separate branch with respect to vaccine strain.
Conclusion: It was concluded that in both MMCH or ICH
rotavirus accounts for >50% of admissions among children with
diarrhea. The children aged between 6 month to 24 month are
highly susceptible to rotavirus infection. In both regions the G1P[8]
strains were highly prevalent during the surveillance period. The
Eastern-India strains are highly similar to each other but show
divergence to vaccine strains.
http://dx.doi.org/10.1016/j.ijid.2016.02.954
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Background: Three major routes spread of hepatitis B virus in
developing country such as Nigeria are prenatal, horizontal and
sexual transmission. The main routes of transmission are neona-
tal with HBV carrier mother infecting her infant usually during
birth or soon after birth following close contact, transfer of HBV
via cuts, sexual transmission, transfusion of infected blood or blood
products, needle stick injury, re-use of HBV contaminated needles,
syringes, lancets and instruments including those used in tribal
ceremonies ,
Methods & Materials: This study was carried out to detect the
prevalence of hepatitis B surface antigen (HBsAg) among healthy
sexually active youths and adolescents in Ishiagu community, who
voluntarily donated their blood for the study. In order to estimate
